Key indicators: single-crystal X-ray study; T = 290 K; mean (C-C) = 0.005 Å; R factor = 0.028; wR factor = 0.067; data-to-parameter ratio = 16.6.
Related literature
= 114.949 (7) V = 820.25 (9) Å 3 Z = 2 Mo K radiation = 2.41 mm À1 T = 290 K 0.30 Â 0.30 Â 0.25 mm
Data collection
Oxford Diffraction Xcalibur Eos diffractometer Absorption correction: multi-scan (CrysAlis PRO; Oxford Diffraction, 2006) T min = 0.887, T max = 1.000 6770 measured reflections 3323 independent reflections 2957 reflections with I > 2(I) R int = 0.020 Refinement R[F 2 > 2(F 2 )] = 0.028 wR(F 2 ) = 0.067 S = 1.07 3323 reflections 200 parameters H-atom parameters constrained Á max = 0.43 e Å À3 Á min = À0.55 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). The benzamide moiety is the constituent of many biologically significant compounds including anticancer compounds (Castanedo et al., 2010; Tremblay et al., 2010; Mahindroo et al., 2010) . The title compound is one of the key intermediates in our synthetic investigations of anticancer drugs. In this paper, we synthesized the title compound and report its crystal structure, Fig. 1 . The dihedral angle between the two benzene rings is 52.13 (10)°. In the crystal, the molecules are connected via intermolecular N-H···O hydrogen bonds to form a centrosymmetric dimer, in which the amide H atom acts as a donor and the sulfonyl-O atom act as an acceptor, Table 1 .
Experimental
The title compound was prepared by a method similar to that of Robarge et al. (2009) . Crystals were obtained by slow evaporation from its methanol-acetic acid (5:2) solution.
Refinement
All H atoms were positioned geometrically (C-H = 0.93-0.96 Å; N-H = 0.86 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (parent). Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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